
Metabolomics is the study of small molecules found in or produced by an 

organism (http://metabolomics.ca). There are a great many exciting compu-

tational challenges here, including text mining, predicting chemical proper-

ties, biotransformations, physiological properties, physiological locations of 

metabolites, and pathways—see  

http://metabolomics.ca/News/bioinfo_challenges.htm 

We invite you to submit your results related to the task, to the 

“Computational Approaches to Metabolomics” session  

(http://psb.stanford.edu/cfp-metabolomics.html) of the upcoming Pacific 

Symposium on Biocomputing, PSB 2007, to be held on January 3-7, 2007 in 

Wailea, Maui, Hawaii. Submissions are due by July 31, 2006. For more infor-

mation, please visit http://www.metabolomics.ca/News/

psb2007.htm 
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